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Analytical performance of a highly sensitive system to
detect gene variants using next-generation
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Genomics-based discrimination of 2n gamete
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Multiplexed genome editing by in vivo electroporation
of Cas9 ribonucleoproteins effectively induces
endometrial carcinoma in mice
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Sleeping Beauty transposon mutagenesis identified
genes and pathways involved in inflammation-
associated colon tumor development
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Seiya Yokoyama et al. 2025 |Scientific reports association with TET3 expression and prognosis in https://doi.org/10.1038/s41598-025-21715-x
cholangiocarcinoma
Prospective multicenter validation of a next-

Kei Morikawa et al. 2025 |BMC Cancer generation sequencing panel using cytology https://doi.org/10.1186/s12885-025-14770-0

specimens for lung cancer: cPANEL




	LPK-101掲載用



