Store at -20°C

EcoR YV Recognition Sequence
x l
Code No. ER5—1 GAT ATC
CTA TAG
Lot No. B S S S 1
Size 1,000 units(ER5-101WT), 4,000 units(ER5-101W)
20,000 units(ER5-152W)
Source Escherichia coli J62PLG74

Concentration

Unit Definition

Storage Buffer

Assay Buffer

Reaction Buffer
(Attached)

Overdigestion

Ligation and
Recutting

Note

falial units/pl

One unit is defined as the amount of enzyme required to completely
digest 1 ug of 2 -DNA in 1 hrat 37°C in 50 ul of assay buffer.

20 mM Tris-HCI(pH7.4)
100 mM NacCl

1 mM Dithiothreitol

1 mM EDTA

500 ug/ml  Bovine serum albumin
50 %(V/IV) Glycerol

10 mM Tris-HCI(pH7.5)
7 mM MgCl=

100 mM NaCl

7 mM 2-Mercaptoethanol

H Buffer (x10 Concentration)
500 mM Tris-HCI(pH7.5)
100 mM MgCl=z

1,000 mM NaCl

10 mM Dithiothreitol

When 13 units of enzyme was incubated with 1 ug of A -DNA for
16 hrs at 37°C in 50 pl of assay buffer, a normal and sharp pattern
was shown on an agarose gel electrophoresis.

After digestion of A -DNA by 4 units of enzyme for 2 hrs at 37°C,
90 % of the fragment was ligated with T4 DNA Ligase. 95 % of the
ligated DNA could be recut under the standard conditions.

(D Compatible cohesive ends:blunt end

@ This enzyme can digest Tet gene.

(@ Star activity: in DMSO solution.

@ Enzyme quantity cutting each DNA[1 pg]
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1,000 units(ER5-101WT), 4,000 units(ER5-101W)
20,000 units(ER5-152W)

Escherichia coli J62PLG74
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