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TOYOBOERSEHIPREZRICH (T HEBEDNAD X FILLDFE

KIBEICZENDdam Methylase (GATCOIEEESIRD 77 7= DNe%Z X F)UAL) ¥ decm Methylase (CCAGGEfzI&CCTGGMDIE
EEHIRD2EBDY b DCsEXF)UL). HIFREERSSSEMIMethylasels & DMethylasel & D HIFREERDSREHERNIIC X F) AL
ESNEEZZATUVDIES. UIHEESNDEENHDET . XFIUEICKDIIMBEEEZ T 2BREIBERIZUTITRUE I,

pme | OMEND | REERET UEEERTSD | goo | OBCND | BEERET SRS EET
BEECT Methylase EEECT BERT Methylase BEECT
Al | acCT M.Pst I CTGCAGCT EcoRV|gaTaTc  |MTaql TCGATATC
M.Taq I TCGAGCT M.Banl ATCGATATC
M.Mbo IT GAAGAGCT M.EcoRV GATATC
M.Dde I AGETNAG M.Mbo I GAAGATATC
M.AIUT AGET Haell |Gccc M.Apa I GGGCCC
M.PvuI(4m) CAGETG M.Xmall CGGCCG
BamH1| GoaTce | M.SaudAl GGATEC MEae YGGCCR
M.Msp I GOATECGG M.Bal I TGGCCA
M.BamH 1(4m) | goaTC M.Msp GGCCGG
Bell |Tgatca | Dam TGATCA MCfr101 GGOCGGY
Bell | GooNNGGC | M-Apal GCCN-GGGECC MCfr131 GGGCC
M.Xma I GCCN-CGGCCG M.Haell GGCC
M.Eae I GCCN.YGGCCR HineT | GTYRAC M.Taq I GTGGAC
M.Bal I GCONTGGECA M.Hinc II GTYRAC
M.Hha I GCON-GGEGE M.Hpa I GTTAAC
M.Msp GCCNsGGCCGG M.Hhal GTYGACTC
M.Cfr101 GCCN-GGCCGGY HindIl | AAGCTT M.Hind I AAGCTT
M.Cfr131 GCONLGGGEG M.Tagq I TCGAAGCTT
M.Dde I GCCN-GGCTNAG M-Mbo II GAAGAAGCTT
M.Haell GCCN-GGCC M.Dde I AAGCTTAG
Bell |p\oaTcT  |MSausAl AGATCT M.Alu 1 AAGCTT
M.Dde I AGATOTNAG HIff1 | GanTG MTaq 1 TCGANTC
Ddel | CTNAG M .SauA I GATETNAG M.Ban1l ATCGATTC
M.Dde I BTNAG M.Hinc GTYGACTC
M.Alu I AGCTNAG M.Hha I GANTC
Dpnt | ci. M.Sau3A 1 GATE M.Mbo T GAAGANTC
GATC M.Msp I GATCCGG Mscl |Tgecca | Dem TGGCCAGG
M.Dde I CATETNAG M.Bal I TGGCCA
M.BamH 1(4m) | GGATCC MEael MHeell
MPWI@M) | coATEG Nhel |Gotagc | MHhal GCTAGEGC
EcoR1 | gaaTTc  |MEcORI GAATTC M-Msp I GCTAGCCGG
M.Mbo I GAAGAATTC M.Chr101 GCTAGCCGGY
M.Dde I GAATTE TNAG M.Dde I GCTAGCTNAG
M.Msp I GAATTC CGG M.AluT GCTAGET




pmy | OMENZ | RHBERET UMEEERD | peo | UHEND | BEERIET YIRS EF T %
=l Methylase IREES b=l Methylase EEET
NotI | GCGGCoGe |MXmall MEeel | GOGGCCGE Spel |ACTAGT  |MTaql TCGACTAGT
M.Haell M.Hinc II GTYRACTAGT
Pstl | cTGCAG M.Pst 1 CTGCAG M.Hpa I GTTAACTAGT
M.Sau3A GATCTGCAG M.Mbo I GAAGACTAGT
M.AluT AGCTGCAG Xhol |ctcgag  |MTaal CTCGAG
Pwl | cGATCG M.Sau3A 1 CGATCG M.Hha I CTCGAGTC
M.Pvu I(4m) CGATCG M.Sau3A I GATCTCGAG
PwI | cAGCTG M.Dde I CAGCTGAG M.AluI AGCTCGAG
M.AIUT CAGCTG
M.Pvu II(4m) CAGCTG
Sacl |gageTc — |MDdel GAGCTCAG
M.Alu T GAGCTC
Sacl | cogoGe | M-SaulAl GATCCGCGG
M.Xma I CGGCCGOGG
M.Eae I YGGCCGCGG
M.Cfr131 GGNCCGCGG
M.Haell GGCCGOGE
Sall | aT1ceAc MTaal MHincl | GTCGAC
M.Hha I GTCGACTC
Sfil | Gaoommnieace | Dem GGCOWGGNNGGCC
CG Methylase | GGCCGNNNCGGCC
Smal |cccees | M-SaudAl GATCCCGGG
M.Apa I GGGCCCGEG
MHpall M.Sma [ sescece
M.Cfr131 GGNCCCGGG
M.Haell GGCCCGGG
M.BamH 1(4m) | GGATCCCGGG
M.Ben 1(4m) beccee
SE
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%Single Letter Code
R=A/G Y=C/T M=A/C K=G/T
S=C/G W=A/T H=A/C/T B=C/G/T
V=A/C/G D=A/G/T N=A/C/G/T
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