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High-speed 99.2% 0.997 98.7% 0.999 100.8% 0.998 94.4% 0.996

Normal 96.7% 0.998 99.3% 0.999 91.7% 0.998 92.3% 0.996
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EUracil-DNA Glycosylase(UNG), Heat-labile =

[Code No. UNG-101]1&FmL. U7 )24 LLPCR T T e TEEnranEe YITiimEaes SEEEEEEEET
ICTIRIBEDPCREFILZ—4 bODIEIEATTULNE LTS,

Z DFER. UNGIUIEA TS T & T1EIBE DPCREH i # &% | Code No. |ffi& (iR )
DRI 2E|BDPCRTIL. BIEHZRHSNEBA :L_Jizia%fr;%ﬁze)élr;cosylase(UNG) 200U x 1 A& | UNG-101| ¥ 32,000
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WA EDRIRE T, #-4ERTEAE (ReverTra Ace®>/1) — X SuperPrep®/1) —X) A I+ EHETAHWS L. KU EFREE
‘EBRERHERENHO R THAHIEZAHERLTVET,
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RIFRE : -20°C

& A ax RIFRE Code No. i (Hi5)

: 1.67mL x 3 A&* -20°C QPX-101 ¥ 29,000

BHEY TILEA LPCRYRZ—I v IR ImLx1% 20°C OPX-101T ¥ 8500
THUNDERBIRD® Next Probe qPCR |V|IX m !

(1.67TmLx3 & ) x5 -20°C QPX-101X5 ¥ 133,000

*KABBIE 2 TRE—3 v RTF, 20uL RIGHT 500 B, 50uL RISHT 200 AL LT EAIchhE S,
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e aK RFRE Code No. fifitg (HikY)

THUNDERBIRD® Next Probe qPCR/RT Set lteyb™ -20°C QPX101/FSQ101 ¥ 63,000
THUNDERBIRD® Next Probe qPCR/RT Set Il 1ty b2 -20°C QPX101/FSQ201 ¥ 63,000
THUNDERBIRD® Next Probe qPCR/RT Set Il 1ty b= -20°C QPX101/FSQ301 ¥ 65,000
THUNDERBIRD® Next Probe qPCR/UNG Set 1€y b ™ -20°C QPX101/UNG101 ¥ 39,000
SuperPrep®/ THUNDERBIRD® Next Probe qPCR Set 1ty b5 -20°C SCQ101/QPX101 ¥ 99,500
SuperPrep® 11/ THUNDERBIRD® Next Probe qPCR Set 1ty ke -20°C SCQ401/QPX101 ¥ 99,500

THUNDERBIRD® Next Probe gPCR Mix [Code No. QPX-101] LU FOEED LY M@ TT .

*1:cDNA &A% ReverTra Ace® gPCR RT Kit [Code No. FSQ-101] * 4 : Uracil-DNA Glycosylase(UNG), Heat-labile [Code No. UNG-101]

* 2 : cDNA &% ReverTra Ace® gPCR RT Mater Mix [Code No. FSQ-201] %5 : SuperPrep® Cell Lysis & RT Kit for gPCR [Code No. SCQ-101]

*3: cDNA &AL 3 ReverTra Ace® gPCR RT Mater Mix with gDNA Remover [Code No. FSQ-301] *6: SuperPrep®ll Cell Lysis & RT Kit for qPCR [Code No. SCQ-401]
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