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Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types) (DMD), transcript variant Dp427m, mRNA [NM_004006.1, 13993bp]

1. JANOT+VERFOEEEPCR 75V —DUE

WEERIG 1st Strand &mFwi: ReverTra Ace -a -®(Code No.: FSK-101)
RNA: Human Adult Skeletal Muscle total RNA (Code No.: CATHB0) 1ug / 20ul Reaction
@ PEEEPrimer: Oligo (dT) 20 primer

KOD FX7%ZFHUL\zPCR

[FS«~—Eg5l] Primer F: GATGGCCTTGTTGGCCTACTGGAGCAATAAAGTTTGAAGAACTTTTACCAGG
Primer R: GACGGCCTATGTGGCCACAACACGAAATAATGTCCAAATTAATTATGC
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[ — & w B] NM_002745 Homo sapiens mitogen-activated protein kinase 1 (MAPK 1), transcript variant 1

[F547—E851] BREATIRY (MAPK 1 _FTR) hSHRIETIRY (MAPK 1_RTR) ZI8IE T D& SICERE
MAPK1_F:ATGGCGGCGGCGGCGGCGBGCGGGCGCGGGE (30mer) <GC=93.3%>
MAPK1_R:TTAAGATCTGTATCCTGGCTGGAATCTAGC (30mer) <GC=43.3%>
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Cycling condition:
94T 2 min.
98T 10 sec.
68T 1 min. "] 30 cycles

(n=2) M: 100 bp DNA Ladder
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Primer F: 5" -GTAACAAGGT (T/C) TCCGT-3'

Primer R: 5"-CGTTCTTCATCGATC-3’
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: 100 bp DNA Ladder

. Aspergillus oryzae

. Aspergillus niger

. Saccharomyces cerevisiae
 Schizosaccharomyces pombe
. Pichia pastris
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4, 9: Positive control

5, 10: Negative control
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< ‘ m EFEMLET .
o Vortex\= TR P3) f"n‘i&"“o”a'é?‘f' 5~10umI\ST7s0 a8 7%1.5miFa1—JIC#T HATCT— BB TRALOHMS
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