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PCRDF 7L —bkIClFHuman genomic DNA. F/zl& 94C, 2 min.
HelLa Total RNAHQ'S5EELzcDNA (#4t(DReverTra Ace 98T, 10 sec. 30 cycles (Ef&Ef1) or
-a-°: Code No. FSK-101ZHWVTHAR) =ERALEL. 68T, 30 sec./kb — 40 cycles (Effl2)
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ORI RHERE 74C, 9 min.
PCR grade water 32 ul 98T, 10 sec. jS |
o . cycles
10X PCR buffer for KOD -Plus- Neo 5 ul 72T, 9 min. v
2 mM dNTPs 5 ul 987, 10 sec.
. . 5 cycles
25 mM MgS0, 3 ul 70C, 9 min.
10 pmol /ul Primer #1 1.5 ul 98T, 10 sec. jEO |
: o . cycles
10 pmol /ul Primer #2 1.5 ul 68T, 9 min. v
50 ng Human Genomic DNA (=51 1) (Z1EFIT  Human B-globin 17.5kbDIBIEMDFH+)
or 0.5 ng (RNAtBXE) /ul cDNA (EheF2) 1 ul H*RERIBEOESE. LEORTYTIVY OV ETSCETIRIBEMER DT ENEDET .
KOD -Plus- Neo (1.0 U/ul) 1 ul DS IE#EMEPCRERIGEURGASHEDRHEFICT
Total reaction volume 50 ul PCRZ=ffL. lEEZITLEUIC,
Target HIEHAX B 3l R Tm (C) GC%
. #1: TTAGGCCTTAGCGGGCTTAGAC 22 mer 66.2 54.5
1 Human £-globin 13K #2: CCAGGATTTTTGATGGGACACG 22 mer 69.2 50.0
' #1: GCTGCTCTGTGCATCCGAGTGG 22 mer 735 63.6
o | B R R B/ #2: CCAGGATTTTTGATGGGACACG 22 mer 69.2 50.0
EE -~ . #1: GGTGTTCCCTTGATGTAGCACA 22 mer 65.9 50.0
& 8 Human /5-globin 36k #2: ACATGTATTTGCATGGAAAACAACTC 26 mer 65.5 34.6
1 4 Human S-globin — #1: TGATAGGCACTGACTCTCTGTCCCTTGGGCTGTTT 35 mer 79.6 51.4
9 : #2: ACATGATTAGCAAAAGGGCCTAGCTTGGACTCAGA 35 mer 76.9 457
§ Human S-globin 175k #1: TGCACCTGCTCTGTGATTATGACTATCCCACAGTC 35 mer 775 486
9 : #2: ACATGATTAGCAAAAGGGCCTAGCTTGGACTCAGA 35 mer 76.9 457
P ) — #1: CCACCATCTCGGTCATCAGGATTGCCT 27 mer 772 556
uman transterrin receptor - #2: TACTCCTTAACGAGAAGACATCTCAAGAC 29 mer 65.6 414
= ) #1: GGAGTTTATCATCACCGCGGAAATACTGAGAG 32 mer 742 469
2 H Tub: { 5.3 kb
1 uman Fuoerous scieosis : #2: TATTTCACTGACAGGCAATACCGTCCAAGG 30 mer 742 467
gu 3 H dapti 57 kb #1: ACCATCTTTGTCCCTGGCAAAGTGG 25 mer 73.2 52.0
5 uman adaptin : #2: GACGAAGACACAAGGTCAAGCTTCC 25 mer 69.8 52,0
4 H | 6.8 kb #1: CACTTCCTCAGTTTCGGCACTCAAGCG 27 mer 76.2 55.6
uman polymerase e - #2: CTTCTGCAGCAGCCACTCCAGGGTCTC 27 mer 77.6 63.0
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1:Human f-globin 1.3kb
2:Human £-globin 2.7kb
3:Human £-globin 3.6kb
4:Human [-globin 8.5kb
5:Human f3-globin 17.5kb
M: 1kb DNA Ladder

@ ErFE> 30sec./ kb 1min./ kb 1min./ kb 30sec./ kb
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1: Human transferrin receptor (3.5kb)
2: Human Tuberous scleosis (5.3kb)
3:Human adaptin (5.7kb)

4:Human polymerase ¢ (6.8 kb)

M: 1kb DNA Ladder

R 30sec./ kb 1min./ kb 1min./ kb 30sec./ kb
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BEBLUAE a2 ¥ FERE Code No. i #&
EIEHE EHE- EEPCRESR
KOD -Plus- Neo 200Ux 17 [200E/A*] -20T KOD-401 ¥30,000

KOD -Plus- Neo (1U/ul)
10xBuffer for KOD -Plus- Neo

2mM dNTP (200Ux 17) x5 [ 1,000EH*] -20T KOD-401X5 ¥ 120,000
25mM MgS04
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